


MS" Data

Relative Abundance

658.38 62 49

1780.99
2169,
1556.88
944.55 1965.10
1322.76
1118.65
1000 1500 2000

2221.28

2

2373.32

258245

2500

2943.64

3031.70
339289 3754.09
420335 oo gg

3000 3500 4000 4500

Ve

re

500

25 250
00 000
& 750
50 500
25 250
ot suchandibl il Wil M ‘mm“ . N ol
250 300 350 400 450 500 550 600 650 700 750 800 850 900 9 250 500 750 1,000 1,250 1,500 1,750

(G

= SEVEIE

-

| hundred MS?

-

"o

400

Ll

750

.
1,000

n
1.250

1,500




SimGlycan
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m/z

2431.22

2547.30

3777.95

Benefits of costomized databases

SimGlycan™ database

m/z:

m/z:

m/z:

m/z:

m/z:

KEGG:

KEGG:

KEGG:

KEGG:

KEGG:

2431.2089
G03954

2431.2089
G11408

2547.2563
G04138

2547.2563
G00878

3778.8872
G04224

Customized database

m/z:
GlycomeDB:

m/z:
GlycomeDB:

m/z:
GlycomeDB:

m/z:
GlycomeDB:

2431.2089
13923

2431.2089
205

3778.8872
8753

3776.8716
1713
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SimianTools Demo

ian Tools

File Project SimGlycan Report
4 T Human Stem Cell § H7islet |l H7islet Noglycan | §3 H7 islet N-glycan Sweety Report 52 = 8
4 W H7islet
4 ||l HT islet N-glycan ‘
¥ H7 islet N-glycan Sweety

eXtract mz|Branching Score|Intensity|eXtract charge

‘Charge‘Precursur ion m/z|Deconvoluted Mass (Mass + Na)|eXtract intensitz|

Composition Score|Glyc

Cartoon ‘Glycan code

4 B H
Jull HO N-glycan EST
a B HYslet
Jull H islet N-glycan EST
4 B BGO2
1ull BGO2 N-glycan ESI
. B BGOZislet 111 | 14 2 11546261 1154,070658638 5 38867 8 45100 3
. ¥ BGO2 smooth muscle
. B iPsia
. W PSS islet
» W Pancrestic endoderm
, W Fibroblast
» ¥ Hepatocyte
112 | 104 2 11546261 1154.070658638 3 38867 8 45100 6
« M »
[ H7 islet N-glycan, Scan: 84 | =5 H7 islet N-glycan, Scan: 92 52 | =] H7 islet N-glycan, Scan: 95 = B | E H7 islet N-glycan, Scan:170 52 =8
H7 islet N-glycan, Scan: 92, MS Level 2 H7 islet N-glycan, Scan: 170, MS Level 2
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